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Fig.1 The ideogram of multiple-primed rolling circle amplification of circular DNA template
(a) Annealing of random hexamer primer with single-stranded circular template at multiple loci, (b) Extension of each primer by
phi29 DNA polymerase, (c) The new synthesized strand extended the downstream primer, and the strand displacement was occurred,
(d) The displacement strand is single strand and can bind to more primers. Continuous strand displacement results in the exponen-

tially increasing release of double stand DNA
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Rolling circle amplification and its application in biomedicine

LIU Qingjie CHEN Deqing
(National Institute for Radiological Protection, China Chinese Center for Diseas Control and Prevention, Beijing 100088)

ABSTRACT Rolling circle amplification (RCA) is an isothermal amplification method. The DNA can be amplified
exponentially in a short time period. It can be used in detection of rare molecular. RCA is used to amplify not only the
circular DNA or RNA, but also linear DNA and even whole genome DNA. At present, RCA is mainly used in fields
of whole genome amplification, sequencing, single nucleotide polymorphism, DNA microarray, and protein microar-
ray analysis etc.
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